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Abstract

In a relatively short amount of time, significant progress has been made in discovering gene-
environment interactions that influence CVD, lipid traits, obesity, diabetes, and hypertension.
These correlations appear to change genetic vulnerability, which may help researchers better
understand the genetic processes that influence CVD development in the future. In order to
advance the field, further research is required to confirm initial comparisons, identify the
biological processes by which environmental influences modify genetic risk, and investigate

strategies that use this knowledge to influence clinical genetic therapy outcomes.

The leading cause of morbidity and death in the world is cardiovascular disease (CVD). 1 The
majority of CVD cases are caused by modifiable risk factors including diabetes, asthma,
obesity, dyslipidemia, smoking, lifestyle factors, psychosocial stressors, alcohol intake levels,
and physical inactivity, which account for more than 90% of MI cases and more than 80% of
stroke cases worldwide. 2 and 3 Despite the fact that CVD prevalence is decreasing in high-
income countries, it is rising in many low-and middle-income countries as a result of rapid
lifestyle changes, growth, and urbanization. Such noncommunicable cardiometabolic
disorders, such as obesity, hypertension, and diabetes, have also increased as a result of these
shifts. 4 and 5 Several ethnic groups in Canada, including South Asians, Aboriginals, Chinese,
and Afro-Caribbeans, are at risk of contracting cardiometabolic diseases. 6 To reduce global
CVD pressure, individual and population-level interventions aimed at improving modifiable

cardiovascular risk factors are needed.

33



Istoriya || ISSN 2079-8784 Volume-7 || Issue-2 || 2025

Our awareness of CVD is becoming increasingly genetically informed. Many genetic variants
linked to increased CVD risk have recently been discovered in genome-wide interaction studies
(GWAS), showing that CVD is a nuanced disorder with polygenic and environmental effects.
7, 8 Single nuclear polymorphisms (SNPs) have been shown to affect the progression of
coronary artery disease (CAD), with all of them inducing atherosclerosis by mechanisms
unrelated to typical risk factors. 9 other polymorphisms have been linked to lipid
characteristics, diabetes, obesity, and hypertension. We are just beginning to comprehend the
impact of genetics on cardiovascular disease, including how genetic and modifiable risk factors

combine to affect cardiovascular risk.

When behavioural factors (such as smoking, physical exercise, or nutritional factors) alter the
association between genetic polymorphisms and phenotypic characteristics, this is known as a
gene-environment interaction. Some intriguing findings indicate that environmental conditions
may alter the genetic risks associated with a variety of cardiometabolic diseases. Gene-
environment interactions could lead to the discovery of new pathways in the production of
CVD, as well as a better understanding of how genetic factors influence cardiovascular risk.
Though the most exciting opportunity for this area of study is the use of gene-environment
associations to guide possible "personalized" approaches to treatment, this application has yet
to be proved. Several analytical hurdles must be solved in order to properly assess the
therapeutic efficacy of these experiences.

Furthermore, although certain associations have been reliably found in different cultures, the
majority of them have not been adequately replicated. This review look at the current state of
knowledge about gene-environment interactions in CAD, obesity, diabetes, hypertension, and
lipid metabolism, as well as the conceptual hurdles that must be addressed in order to advance
cardiovascular gene-environment science.

The majority of GWAS-identified polymorphisms increase MI risk in small to moderate ways,
accounting for around 10% of the inherited variance in disease growth.7, 9 As a result, the
majority of heritable CAD risk remains unaccounted for, which may be clarified by alternate
genetic mechanisms such as gene-environment interactions, gene-gene interactions, and
unusual polymorphisms with significant effects or genetic variations with limited effects that
are difficult to diagnose with current techniques.

Polymorphisms in the 9p21 chromosomal region have been linked to a variety of CVD
symptoms. 18 The 9p21 mutation is widespread (up to 50% of people in certain ethnic groups
carry a risk allele) and one of the most powerful genetic predictors of CAD, raising CAD risk
by 1.20 to 1.29 times per risk allele. 7 and 8
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About its strong link to vascular risk, the mechanisms by which 9p21 acts remain largely
unclear. Polymorphisms in a noncoding region of DNA are thought to influence CAD
production by controlling the expression of neighboring genes. Polymorphisms in 9p21 have
been found to occupy enhancer regions that influence the protein binding of the signal
transducer and activator of transcription 1 (STAT1), which regulates the expression of the
neighboring CDKN2B gene and CDKN2BAS (also known as ANRIL) within the 9p21 area.
19

The most powerful behavioral risk factor linked to the growth of CAD is smoking. 2
Interactions between genes that control inflammatory pathways and smoking have been
discovered in many studies assessing genetic CVD risk. Xie et al. found a significant interaction
between the rs20417 SNP in PTGS2, which encodes the cyclooxygenase-2 enzyme, and CAD
risk (P for interaction = 0.009) in a case-control study of 900 participants. 21 However,
interpretation of this interaction with smoking should be done with caution because the gene
has not been independently associated with CVD risk; this would be expected given the high
pr. The association between APOE polymorphisms and CVD risk tends to be altered by
smoking. Major isoforms of apolipoprotein E.22 are encoded by APOE polymorphisms (2, 3,
4).

Humphries et al. found a substantial rise in CAD risk associated with the 4 allele (OR, 2.79; 95
percent CI, 1.59-4.91) in smokers relative to nonsmokers in a study of 2258 males, while 2
carriers and 3/3 carriers did not (P value for association = 0.007). 11 Gustavsson et al. also
looked at the relationship between APOE polymorphisms and smoking status in 6269 Swedish
people, finding that CAD risk due to smoking was slightly smaller in female 2 carriers (OR,
1.33; 95 percent CI, 0.70-2.52) compared to female carriers of the 3/3 (OR, 1.72; 95 percent
CI, 1.29-2.31) or 4 (OR, 3.62; 95 percent CI, 2.32-5.63) alleles (While the interaction was not
substantial (P = 0.09), smoking-related CAD risk was trending lower in men carrying the 2
polymorphism compared to the other genotypes. 12 While interesting, further research is

needed to establish if the observed relationship is generalizable.
Metabolism of Lipids

Over the last few decades, improvements in diet and lifestyle have resulted in a substantial
decrease in serum cholesterol levels in North America and Western Europe, which has been
counterbalanced by a rise in emerging regions such as Southeast Asia and the Pacific. 23
GWAS has identified 95 loci that contribute to high-density lipoprotein (HDL), low-density
lipoprotein (LDL), or triglyceride metabolism, among other lipid traits. 24 The interaction of
genetic and environmental influences on lipid metabolism is still being studied, with the

majority of results coming from single research.
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Since these dietary components tend to change metabolic and inflammatory pathways, as well
as potentially modify CVD risk, there has been a lot of interest in studying gene-diet
interactions associated with n-3 and n-6 polyunsaturated fatty acids (PUFAs) (also known as-
3 and-6 fatty acids). 25 About 90% of PUFA intake is made up of the n-6 PUFA linolenic acid
(LA) and the n-3 PUFA-LA (ALA). 26 Linoleic acid is contained in edible oils and margarines
and is metabolized to arachidonic acid; ALA is found in green vegetables, nuts, and certain oils
and is metabolized to eicosapentaenoic acid (EPA) and docosahexaenoic acid (DHA) (DHA).
EPA and DHA can also be used in marine foods. Eicosanoids and docosanoids, which have

strong anti-inflammatory effects, are produced by EPA and DHA. 27, 28

PUFAs seem to alter the effects of many genes involved in lipid metabolism, including the
FADS gene cluster, which encodes desaturases that metabolize LA and ALA, according to

several reports. 24

In a sample of 3575 Europeans, PUFA consumption substantially altered the influence of the
FADSI1 polymorphism (rs174546), with higher HDL concentrations in rs174546-C carriers
who ingested large levels of n-6 PUFAs and no effect on those who consumed low amounts of
n-6 PUFAs (P for interaction = 0.02). 28 ABCG1, which encodes the adenosine triphosphate
binding cassette transporter G1, which mediates cholesterol transfer from cells to HDL
lipoproteins, is another gene that regulates lipid metabolism and is affected by PUFA intake.
29 In a study of 2435 Spanish participants, Abellan et al. looked at the impact of dietary PUFA
intake on the interaction between a polymorphism in the ABCG1 gene (rs4148102) and
different lipid phenotypes. High PUFA consumption was linked to higher mean total
cholesterol (246.8 32.9 vs 198.0 37.5) and LDL concentration (159.0 32.6 vs 114.3 33.1) in
homozygous carriers of the rs4148102-A allele, but no major variations were seen with low
PUFA consumption (P for correlation = 0.006 and 0.003 for total cholesterol and LDL,
respectively). Despite the fact that ABCG1 is predominantly involved in HDL metabolism,
there was no clear relationship between ABCG1 polymorphisms and HDL in relation to PUFA
intake. 30

36



Istoriya || ISSN 2079-8784 Volume-7 || Issue-2 || 2025

Additional behavioral influences have been shown to influence gene-lipid metabolism
interactions. In 1123 European participants, Smith et al. looked at the impact of sedentary
behavior, as measured by screen viewing time, on the relationship between LIPG
polymorphisms (rs2000813 and rs6507931) and HDL concentration. HDL was slightly lower
in female homozygous carriers of the rs6507931-T allele compared to C allele carriers in
participants reporting high screen viewing times (2.6 h/d; P = 0.005), although there was no
major genetic impact in participants reporting low screen viewing times (P for association =
0.003). 31 Higher HDL concentrations have also been found in Chinese individuals that are
homozygous for the rs2000813-T allele and drink alcohol, relative to nondrinkers. 32

The effects of genes that control lipid metabolism tend to be altered by smoking. The ABCG5
and ABCGS8 genes are responsible for transporting cholesterol from enterocytes to the
interstitial lumen. 33, 34 Polymorphisms in the ABCG5/8 loci have been found to interfere
with smoking in Latin Americans. ABCGS5 polymorphisms impacted HDL and total cholesterol
levels in smoking, while ABCG8 polymorphisms controlled triglyceride and very low density
lipoprotein levels. Nonsmokers' lipid levels were unaffected by these polymorphisms. Smoking
is thought to reduce HDL by downregulating ABCGS5/8 and inhibiting reverse cholesterol
transport.

However, further research is required to validate the mechanisms behind this interaction. 34
Several gene-environment associations that seem to influence lipid metabolism have been
identified, but they have mostly been published in single studies. Replication trials are also
needed to provide further definitive proof for these results.

Diabetes and Metabolic Syndrome are two terms that are used interchangeably.

Over the last three decades, the global burden of diabetes has risen sharply. 5 Since diabetes is
linked to both genetic and environmental causes, correlations between the two are likely to play
a role in its rising prevalence. However, little research has been conducted to examine how
environmental factors influence the impact of genetic polymorphisms linked to diabetes,

metabolic syndrome, and insulin resistance.
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The Diabetes Prevention Program Research Group found a 58 percent decrease in diabetes risk
with a lifestyle-based intervention (consisting of an instructional program promoting food,
exercise, and behavior modification) relative to placebo in a randomized controlled study with
people at higher risk for developing diabetes. 35 Florez et al. examined whether polymorphisms
(rs12255372 and rs7903146) in the TCF7L2 gene impaired diabetes risk and whether this risk
could be changed by treatments in 3548 participants with genetic evidence. In the placebo
population, homozygous carriers of the rs7903146-T allele were at an elevated genetic risk of
contracting diabetes (hazard ratio, 1.81; 95 percent CI, 1.21-2.70; P = 0.004), but there was no
such risk in the lifestyle intervention community (hazard ratio, 1.15; 95 percent CI, 0.68-1.94;
P = 0.60). Although the research was not possibly powered to test relationships, formal
interaction measurements were nonsignificant. Additional studies have shown that nutritional
factors such as whole grain intake and glycemic index change the diabetes risk associated with
TCF7L2 polymorphisms. 36 and 37

Diabetes is clearly a polygenic disorder, as evidenced by GWAS, with many loci now known
to affect diabetes risk. TCF7L2 (rs12255372), HHEX (rs1111875), CDKALI1 (rs7756992),
IGF2BP2 (1s4402960), SLC30AS8 (rs13266634), WFS1 (rs10010131), CDKN2A/B (rs564398,
rs10811661), PPARG (rs1801282), and KCNJ11 are among 10 genes correlated with diabetes
(rs5219). Participants with a high gene score (12) had a higher risk of diabetes while they ate
a mostly western diet (OR, 2.06; 95 percent CI, 1.48-2.88 for the highest western diet quartile),
while those with a low gene score (10) did not (P for interaction = 0.02), implying that a western

diet affects diabetes risk among those genetically predisposed to it. 38
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Saturated fats and polyunsaturated fatty acids (PUFAs) have been studied in gene-environment
studies after several observational studies suggested that dietary fat intake affects insulin
response and diabetes danger. 39, 40, and 41. Phillips et al. looked into how the ACSL1 gene
(rs9997745), which encodes long-chain Acyl CoA Synthetase, an essential enzyme for fatty
acid metabolism, interacts with dietary fat intake and diabetes danger. 42 and 43 A high
saturated fat diet, but not a low saturated fat diet, raised the risk of metabolic syndrome in
homozygous carriers of the r$9997745-G allele. Furthermore, the polymorphism raised the risk
of metabolic syndrome in people who ate a low-n-3 PUFA diet, but not in people who ate a
high-n-3 PUFA diet. 43 Similar to n-3 PUFA to serum fatty acid levels, the metabolic syndrome
vulnerability associated with other genes that control inflammatory pathways (such as LTA
and TNF-) tends to differ. 14 Ferguson et al. investigated whether serum saturated fatty acid
concentrations affected insulin resistance linked to the ADIPOQ (rs266729) gene, which
encodes adiponectin, and the ADIPORI (rs10920533) and ADIPOR2 (rs10920533) genes,
which encode adiponectin receptors (rs6489323). The homeostasis model assessment-insulin
resistance index was higher in the high serum saturated fatty acid group compared to the low
serum saturated fatty acid group in homozygous carriers of the rs266729-C (ADIPOQ) minor
allele; however, this effect was less pronounced in carriers of the G allele (P for interaction =
0.01). In homozygous carriers of the rs10920533-A (ADIPORI) minor allele, a related effect
was observed (P for association = 0.004). Saturated fatty acid accumulation has little effect on
ADIPOR?2 polymorphisms. 44 While replication experiments are required to validate any of
these findings, these findings indicate that saturated fatty acid consumption alters the effects of
multiple genes involved in lipid metabolism, inflammation, and insulin regulation.

Obesity is a problem that affects many people.

Obesity has doubled in prevalence over the last 30 years, affecting 9.8% of men and 13.8
percent of women around the world. North America has the highest mean body mass index
(BMI). 4 Dietary shifts and a more sedentary lifestyle have created an "obesogenic" climate,
with individuals with a higher genetic risk manifesting the obesity phenotype more often.

Several behavioral factors can influence the impact of genetic polymorphisms on obesity risk.
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Polymorphisms in the FTO gene contribute greatly to hereditary interindividual weight
heterogeneity and raise obesity incidence by 1.6 times per risk allele. 46, 45 A strong
relationship between polymorphisms in the FTO gene and physical activity has been
discovered by meta-analysis. Kilpelainen et al. examined the role of physical exercise in the
relationship between FTO polymorphisms (rs9939609 or an SNP in high correlation
disequilibrium) and obesity risk in a meta-analysis of 45 studies in adults (218,166 participants)
and 9 studies in children (19,268 participants). Based on standardized standards, participants
were classified as "active" or "inactive." 15 Each 1rs9939609-A risk allele was linked to an
increased obesity risk of 1.23 (95 percent CI, 1.20-1.26) and a 0.36 rise in BMI in adults.
Physical activity decreased the effect of the FTO risk allele on BMI by 30% (P value for
interaction = 0.005) and reduced the risk of obesity by 27% (P for interaction = 0.001). In
infants, there was no evidence of a gene-physical activity relationship. 15 An adequate sample
size may be reached by meta-analysis to assess the impact of the FTO-physical activity
relationship on obesity risk with greater confidence, adding to the growing body of evidence
that hereditary obesity risk is responsive to physical activity level. While prospective research
evaluating physical activity interventions on obesity risk associated with FTO has been
inconclusive, identifying this gene-environment association could guide potential behavioral
therapies targeting those at elevated genetic risk. 16, 47, and 48. More research is needed to

see how this relationship can be used to create interventions that impact health results.

Saturated fat consumption tends to affect the risk of obesity associated with FTO. In separate
Caucasian (rs9939609) and Latin American (rs1121980) populations, Corella et al. discovered
an important association between increased saturated fat consumption and FTO
polymorphisms on BMI. BMI was higher in homozygote carriers of the risk alleles who ate a
high-fat diet, but there was no major genetic impact in those who ate a low-saturated-fat diet.
49

Saturated fat consumption has also been found to interfere with APOA2 polymorphisms to
affect obesity in people of various ethnic backgrounds. 50 Corella et al. discovered that the
APOA2-265T > C polymorphism has a consistent gene-diet relationship in Caucasian and
Hispanic populations. The genetic risk of obesity varied greatly depending on saturated fat
consumption across populations, with C allele homozygotes eating large levels of saturated fat
having a 1.84 (95 percent CI, 1.38-2.47) increased risk of obesity relative to those consuming
low amounts of saturated fat having a 0.81 (95 percent CI, 0.59-1.11) increased risk. 17 The
findings were also repeated in Asian and Mediterranean cultures, indicating that this

relationship is generalizable across ethnic groups. 51
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Several studies have looked at the impact of gene-environment interactions in loci controlling
inflammatory pathways, as proinflammatory pathways influence obesity growth. Razquin et
al. looked at whether a Mediterranean diet (MD) changed the association between IL-6 genetic
polymorphisms (-174G > C) and weight gain over a 3-year cycle in a prospective trial. Patients
were assigned to one of three groups: a low-fat diet (control), a Mediterranean diet with virgin
olive oil, or a Mediterranean diet with nuts. Weight gain was slightly different in-174-CC
carriers on an MD and virgin olive oil diet relative to the control diet (P for association = 0.028).
52 Similarly, Jourdan et al. discovered that the genetic likelihood of obesity associated with
many genes encoding inflammatory cytokines, such as IL-6 and IL-2, varied depending on the
amount of PUFA in the membrane. 53 These findings shed light on the inflammatory pathways
that can be influenced by dietary conditions in order to change hereditary obesity risk.
However, unlike the robust gene-environment interactions associated with FTO and APOA2,
dietary interactions with genes controlling inflammatory pathways have mostly been observed
in single populations, and further replication is needed to validate these results.

Hypertension

Small changes in blood pressure will lead to significant decreases in cardiovascular events in
the population, highlighting the importance of individual and population-based interventions
to improve blood pressure regulation. Mean systolic blood pressure has been declining in many
high-income regions as a result of successful medical therapies and lifestyle improvements, but
it has been rising in low-and middle-income regions, such as Africa and Asia, in line with
overall CVD patterns. 54

Few studies have looked at gene-environment associations with blood pressure, and further
research is required to confirm these findings, especially in different ethnic groups, so that their
generalizability can be better determined. Pan et al. discovered an important link between
alcohol intake and hypertension risk in 1575 Chinese people, which was linked to a
polymorphism (-344T > C) in the CYP11B2 gene. Hypertension risk was slightly higher in TT
(OR, 2.9; 95 percent CI, 1.4-5.7) and TC (OR, 3.0; 95 percent CI, 1.5-5.7) allele carriers
compared to the CC genotype (OR, 1.2; 95 percent CI, 0.5-3.0) allele carriers of those who
consumed less than 200 g/d of alcohol (P value for association = 0.048). 55
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Surprisingly, some research shows that occupational and community exposures can alter blood
pressure genetic control. Menni et al. found that presumed work regulation changed the
relationship between a polymorphism (rs11210278) in the EDN2 gene, which encodes
endothelin 2, and ambulatory systolic blood pressure in 924 European participants. 56 For the
EDNI gene, homozygous carriers of the rs5369-G allele who indicated work strain had slightly
higher systolic blood pressure than heterozygous allele carriers, with no variations found in
those who recorded no job strain. 57 Chronic noise sensitivity can help to reduce the risk of
hypertension linked to ACE insertion/deletion (I/D) and the ACE G2350A polymorphism. In
a single sample of 385 South Asian males, ACE-DD carriers exposed to noise had a 4.49 (95
percent confidence interval, 1.55-12.99) elevated risk of hypertension, while ACE-ID and
ACE-II carriers had chances of experiencing hypertension of 2.84 (95 percent confidence
interval, 1.3-6.11) and 2.95 (95 percent confidence interval, 0.59-14.65) respectively. As it
came to the ACE G2350A polymorphism, GG and GA carriers (OR, 3.97; 95 percent CI, 1.63-
9.68) who were regularly prone to loud noise had a higher chance of hypertension than AA
carriers (OR, 3.71; 95 percent CI, 1.41-9.76). (OR, 1.20; 95 percent CI, 0.33-4.36). Formal
interaction experiments, on the other hand, were not published, and further research is required

to provide more conclusive findings. 58
Current Gene-Environment Challenges and Future Directions Cardiovascular Studies

Based on the gene-environment associations that have been discovered so far, it appears that
behavior and lifestyle play a significant role in changing the genetic likelihood of developing
CVD. The interaction of environmental and genetic factors is complicated, and several key
steps are needed to further clarify this area. The lack of replicated research, the need for
significant sample sizes, enhancing the accuracy of calculating environmental conditions, and
determining clinical impact are all major obstacles in the study of gene-environment
interactions in cardiometabolic diseases. ten to fifty To understand the mechanisms of gene-
environment interactions found at the population level, translational research is also needed.

Several gene-environment associations have been shown to affect cardiovascular risk, but the
mechanisms underlying these effects are still unclear. Environmental factors can alter risk by
influencing downstream metabolic pathways or by epigenetic or transcriptional mechanisms
that regulate gene expression, but further research is required to validate these hypotheses. 59,
50 Understanding the mechanisms by which these relationships change risk is critical for a
better understanding of CVD production and the development of innovative CVD preventive

strategies.
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The lack of published replicated research for most observed gene-environment interactions is
a major methodological issue in this area. As a consequence, there's a chance of publishing
bias, which may lead to an overabundance of favorable outcomes in the latest literature. In the
future, replication should be a higher priority in gene-environment interaction science, either
by testing several, separate populations within the original study or in subsequent studies.
Furthermore, several associations have been established in single ethnic groups, but their effect
on other ethnic groups remains uncertain. The impact of genetics on a variety of traits has been
found to differ depending on race. It's also possible that gene-environment associations differ
between ethnic groups, highlighting the importance of studying these influences in different
ethnic groups. 60, 61 One barrier to reproduction is that human genetic polymorphisms have
comparatively limited consequences in complex disorders, necessitating massive sampling
populations to classify genetic effects, research associations, and reproduce results. Meta-
analysis is a useful method for getting around this constraint. This was shown successfully with
research examining the effects of the FTO-physical activity interaction on obesity risk, in which
inconclusive outcomes were found through individual studies, but meta-analysis of results
offered a sufficient sample size to identify a meaningful effect, further supporting the

generalizability of this interaction. 15

The heterogeneity found in assessing environmental exposures between studies is another
methodological weakness in gene-environment science. While certain factors (such as
nutritional, physical activity, and psychosocial factors) are simple to quantify, others (such as
dietary, physical activity, and psychosocial factors) are more complex. A study's prejudice may
be caused by incorrect characterization of environmental exposures. Furthermore, using
various measurement instruments will lead to inconsistent outcomes across experiments,
limiting the opportunity to repeat findings. This possible cause of error can be reduced by using
consistent methods of characterizing environmental variables. Consistent concepts were used
to describe both continuous and dichotomous physical activity measurements in the meta-
analysis of FTO-physical activity relationship findings, for example, to include a more uniform
characterization of the environmental exposure for analysis. 15 Several validated food
frequency questionnaires exist to quantify components of food consumption (such as fat intake
and vegetable intake) in gene-environment cardiovascular research, and recommendations for
using these instruments in gene-environment cardiovascular research may be helpful to provide

a more reliable characterization of these environmental factors through studies.
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The biggest question in this area is whether these new discoveries can lead to techniques that
change personal behavior or clinical practice. Given the field's brief history, it is also unclear
if treating genetically vulnerable people would have a therapeutic benefit over current
population-based health promotion policies. In theory, this tailored approach to management
may have additional benefits, since "at risk" individuals could be more likely to improve their
behavior and may benefit more from interventions as a result of their higher baseline
vulnerability than the general population. However, it's unknown if such an advantage would
be seen in primary preventive communities with a higher genetic risk of CVD, which is a key
field for future study. Researchers also found that telling participants of their genetic
vulnerability has only a minor impact on their conduct. Awareness of genetic evidence
influenced dietary behavior favorably in a meta-analysis of 14 findings, but there were no
benefits of smoking or physical activity; and the studies involved were modest in scale and of
low quality. 62, 165-191 As a result, more research is required before any therapeutic
implementation to see whether behavioral approaches based on gene-environment interaction
information will increase clinical outcomes, preferably in the context of prospective studies or
randomized controlled trials.

Final Thoughts

Important progress has been made in identifying gene-environment associations that affect
CVD, lipid traits, obesity, diabetes, and hypertension in a comparatively short period of time.
These associations tend to alter genetic risk, which may contribute to a deeper understanding
of the genetic mechanisms that affect CVD progression in the future. Additional study is
needed to validate initial comparisons, establish the biological mechanisms by which
environmental factors modify genetic risk, and explore techniques that use this information to

impact clinical outcomes in order to advance the field.
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16. Dowaidar, Moataz. 2017. In-Silico Design of Peptide-Based Transfection Systems, in-Vitro Validation, and
up-Take Pathways Investigation. Department of Neurochemistry, Stockholm University.

17. Moataz Dowaidar. 2018. Chimeric Gene Delivery Vectors : Design, Synthesis, and Mechanisms from
Transcriptomics Analysis. Department of Biochemistry and Biophysics, Stockholm University.
https://www.diva-portal.org/smash/record.jsf?pid=diva2:1242000.

18. Moataz Dowaidar. Cardiometabolic Conditions Could Be Related to Vitamin D Deficiency. The Genetic
Determinants That Affect Vitamin D Pathways May Be Solved with Nanomedicines.
https://doi.org/10.31219/0sf.io/ngewr.

19. Moataz Dowaidar. Different Insulin Resistance and Inflammation Pathways Are Influenced by Genetic
Factors in Metabolic Syndrome. Gene Therapy Enables Early Recognition and Treatment of the Genetic
Factors. https://doi.org/10.31219/0sf.i0/gqwj2.

20. Moataz Dowaidar. Gene Therapy Has Been Shown to Be Valuable for Understanding Complex Disease
Pathophysiologies. The Medical Profession as a Whole Will Have to Invest in Specialized Investigations.
https://doi.org/10.31219/0sf.i0/8fg9y.

21. Moataz Dowaidar. Genetic and Epigenetic Discoveries Hold Promising Avenues in Cardiovascular
Prevention and Management (CVDs). Key Nucleic Acids Are Being Researched and Developed for
Medicinal Use. https://doi.org/10.31219/0sf.io/hk7pe.

22. Moataz Dowaidar. Genome Editing Can Now Be Carried out in an Isogenic Setting. It Can Be Effectively
Transmitted to Somatic Tissues in Mice, but Not to Humans. Despite These Doubts, CRIS Has Great
Potential as a Medical Promise. https://doi.org/10.31219/0sf.io/4rn3v.

23. Moataz Dowaidar. Genome-Wide Association Experiments Have Uncovered a Slew of Cardiometabolic
Trait-Associated Variants. This Information Can Be Useful in the Implementation of New Diagnostic and
Treatment Strategies. https://doi.org/10.31219/osf.io/4vws8.

24. Moataz Dowaidar. Genome-Wide Association Studies (GWAS) Have Revolutionized Our View of Human
Health and Disease Genetics and Offered Novel Gene Therapy Targets.
https://doi.org/10.31219/0sf.io/rvm3z.

25. Moataz Dowaidar. Metabolic Syndrome_ the Presence of Inflammatory Mechanisms in Abdominal Obesity
Is Undeniable, Gene Therapy Using Nanoparticles and Adenoviruses Technologies Is Promising.
https://doi.org/10.31219/0sf.i0/2j5xt.

26. Moataz Dowaidar. miRNAs May Be Used as Preventive Agents for Metabolic Diseases in the near Future.
Understanding the Interplay between pro-Adipogenic_and Anti-Ad Pipogenic miRNA’ Could Lead to New
Biomarkers. https://doi.org/10.31219/0sf.i0/3dr8c.

27. Moataz Dowaidar. Nanomedicine Has Elegantly Attempted to Cure Multiple Gene Polymorphisms and
Mutations in Cardiovascular Diseases Using Gene Therapy Techniques.
https://doi.org/10.31219/0sf.io/d3x8g.

28. Moataz Dowaidar. Thrombosis Pathways and Therapeutic Strategies. https://doi.org/10.31219/0sf.i0/57vyz.

29. Moataz Dowaidar. What Genomic Research Has Told Us about the Obesity and Its Possible Gene Therapy
Targets. https://doi.org/10.31219/0sf.io/ym49s.

30. Moataz Dowaidar. Exosomes Can Make the Use of Circulating miRNA as a Biomarker More Feasible. The
Aim of Gene Therapy Should Be to Learn Everything There Is to Know about miRNA Activity.
https://doi.org/10.31219/0sf.io/edkua.

31. Moataz Dowaidar. Anti-Sense Pathways Have Been Generated Using siRNA. The Liver and Other Often
Used Organs Will Now Be Targeted. https://doi.org/10.31219/0sf.io/m6xvp.

32. Moataz Dowaidar. CrisPR/CRIS Systems Are Highly Effective and Useful for Genomic Manipulation.
Despite This, Cardiac Treatment Remains Difficult due to Existing Genome Editing and Delivery Processes.
https://doi.org/10.31219/0sf.i0/3nwzd.

33. Moataz Dowaidar. Discoveries in Gene-Environment Interactions That Influence CVD, Lipid Traits,
Obesity, Diabetes, and Hypertension Appear to Be Able to Influence Gene Therapy.
https://doi.org/10.31219/0sf.io/cr5af.

34. Moataz Dowaidar. Genome Editing’s Potential Target Diseases in the Cardiovascular Field.
https://doi.org/10.31219/0sf.i0/gc23p.
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35. Moataz Dowaidar. Key Genetic Factors in the Metabolic Syndrome Predisposition Which May Be a
Therapeutic Options by Gene Therapy. https://doi.org/10.31219/0sf.io/f38sk.

36. Moataz Dowaidar. miRNA Can Be a Part of Both the Onset and Cure of Coronary Heart Disease.
https://doi.org/10.31219/0sf.io/teqh8.

37. Moataz Dowaidar. Preclinical Studies and Clinical Trials Have Sparked Interest in Certain Biological
Medications for Atherosclerotic Coronary Heart Disease. https://doi.org/10.31219/0sf.i0/ts8mh.

38. Moataz Dowaidar. Researchers Would Be Able to Develop a Detailed Picture of Chromatin in Disease,
Which Would Be Useful for Gene Therapy. https://doi.org/10.31219/0sf.io/m9z48.

39. Moataz Dowaidar. The Cardiometabolic-Based Chronic Disease Model Lays the Foundations for Accurate,
Evidence-Based Preventive Targeting and Gene Therapy. https://doi.org/10.31219/0sf.io/up9z4.

40. Moataz Dowaidar. 2D MOFs Have Unique Features for Biological Applications. They Can Be Utilized for
Gene Therapy, Bioimaging, Biosensing, Photodynamic Therapy, and Tissue Engineering.
https://doi.org/10.31219/0sf.i0/4q9ct.

41. Moataz Dowaidar. 3D Bioprinting for Enhanced Vascularization, and Gene Editing to Provide a More
Favorable Immunological Response Are Just Some of the Potential Uses of Carbon Materials.
https://doi.org/10.31219/0sf.io/v2xyS8.

42. Moataz Dowaidar.  Anderson—Fabry Disease Can Be a Target for Gene Therapy.
https://doi.org/10.31219/0sf.io/tcgka.

43. Moataz Dowaidar. Antisense Oligonucleotides (ASOs) and CRISPR Systems Are Promising Gene Therapy
Treatments for Alzheimer’s Disease. https://doi.org/10.31219/0sf.io/ws796.

44. Moataz Dowaidar. Any Alteration in PPAR Genomic Sequence, Splicing Pattern, or PTM Is Likely to Cause
Major Alterations in Its Function. In Personalized Medicine, Such Data Becomes More Significant in Gene
Therapy Design. https://doi.org/10.31219/0sf.io/y8n79.

45. Moataz Dowaidar. Applying Genome-Wide Association Technology to Brain Diseases Enables the
Discovery of IncRNas Targets for Gene Therapy. https://doi.org/10.31219/0sf.io/hmé4eu.

46. Moataz Dowaidar. Autophagy and Proteostasis Adjustment Role in Normal Brain Function and
Neurodegenerative Disorders. https://doi.org/10.31219/osf.io/m4yra.

47. Moataz Dowaidar. Basal Ganglia-Cerebellar and Brainstem-Cerebellar Circuits May Interact Improperly
with Dystonia. Linking Network Disruptions to Cell Failure Will Enable Understanding Pathophysiology
and Designing Gene Therapy Methods. https://doi.org/10.31219/0sf.io/8w35s.

48. Moataz Dowaidar. Blood Products Are Used to Treat a Multitude of Diseases, so the Blood Transfusion
System Needs to Be Enhanced. CRISPR/Cas9 Has Made It Viable to Make HLA Class I-Deleted Blood
Products to Avoid Rejection. https://doi.org/10.31219/0sf.io/egr3n.

49. Moataz Dowaidar. Calixarenes (CAs) Are Promising in Biomedicine, Biosensing, Bioimaging and Gene
Delivery Systems. https://doi.org/10.31219/osf.io/n9vjy.

50. Moataz Dowaidar. CAR T Cell Research Has Quickly Advanced from the Bench to the Clinic and Back.
The Results of the Trials Have Revealed New Mechanisms. https://doi.org/10.31219/osf.i0/f9wm7.

51. Moataz Dowaidar. CAR T-Cell Treatment Remains Clinically Challenging. Therapeutic Strategies May Be
Designed to Cut off Immunotherapy Utilizing Safety Switches. https://doi.org/10.31219/0sf.i0/s7x4y.

52. Moataz Dowaidar. Central Nervous System Gene Therapy Has Entered a New Development Paradigm. New
Techniques Are Being Employed for a Wide Range of Illness Indications and Pathways.
https://doi.org/10.31219/0sf.i0/j49wz.

53. Moataz Dowaidar. Chronic Obstructive Pulmonary Condition (COPD) Is a Prevalent, Preventable, and
Curable  Illness  with  Persistent  Respiratory =~ Symptoms and  Airflow  Limitation.
https://doi.org/10.31219/0sf.io/vkdut.

54. Moataz Dowaidar. CircRNAs Have the Potential to Aid in the Diagnosis and Treatment of Lipid Diseases.
https://doi.org/10.31219/0sf.io/y3hp4.

55. Moataz Dowaidar. Clinical Symptoms, Underlying Pathogenesis, and the Prospect of Tailored Therapies
Have All Benefited from Genetic Discoveries in Parkinson’s Disease. https://doi.org/10.31219/osf.io/pdzgb.

56. Moataz Dowaidar. Code Distribution of siRNA for Cancer Genes such as p53 and Bcl2 Family Genes Has
Demonstrated Efficacy in Killing Cancer Cells. Nanoparticles Can Produce a Surface Where Numerous
Drugs May Be Coupled, Allowing Combinatory Treatment. https://doi.org/10.31219/osf.io/hvcse.

47



Istoriya || ISSN 2079-8784 Volume-7 || Issue-2 || 2025

57. Moataz Dowaidar. Cognitive Deficiencies Pathophysiology Are Mainly an Unknown Area. Curing the
Neurological Conditions Could Be an Objective for Gene Therapy. https://doi.org/10.31219/0sf.i0/23x{8.

58. Moataz Dowaidar. CRISPR-Based Gene Editing Is Presently Being Tried in Many Clinical Trials.
https://doi.org/10.31219/0sf.io/qbngx.

59. Moataz Dowaidar. CRISPR—Cas9 Gene Editing as a Tool for Developing Immunotherapy for Cancer.
https://doi.org/10.31219/0sf.io/dvr4t.

60. Moataz Dowaidar. CRISPR/Cas System Research Has Advanced Significantly in Biological sciences.There
Are Still Many Challenges to Effective Delivery before Efficient Gene Editing May Be Achieved.
https://doi.org/10.31219/0sf.io/mc26v.

61. Moataz Dowaidar. CRISPR/Cas9 Genome Editing Technology Applications in Biological and Biomedical
Fields. https://doi.org/10.31219/0sf.io/ctqbe.

62. Moataz ~ Dowaidar. Critical ~ Limb Ischemia  Potential ~ Gene Therapy Strategies.
https://doi.org/10.31219/0sf.io/aqcpt.

63. Moataz Dowaidar. Deep Learning Algorithms for scRNAseq Analysis Have Yielded Positive Results, but
There Are Still More Promising Ways That Need to Be Developed for Regenerative Medicine.
https://doi.org/10.31219/0sf.io/dh2pt.

64. Moataz Dowaidar. Depression May Be Epigenetically Controlled by miRNAs Making It a Diagnostic or
Gene Therapy Target. https://doi.org/10.31219/0sf.io/fw65m.

65. Moataz Dowaidar. Dermatophytes: Role of Host Genetics in the Development of Illness.
https://doi.org/10.31219/0sf.io/mf3bu.

66. Moataz Dowaidar. Developments in Biomedical Technology Will Increase the Importance of mRNA in
Treating Brain Tumors, as Well as Other Malignancies. https://doi.org/10.31219/osf.i0/tvj5x.

67. Moataz Dowaidar. Downstream Processing of Virus, Virus-like Particles and Nanoparticulate Inclusion
Bodies to Be Used as Gene Delivery Vehicles for Human Gene Therapy Applications.
https://doi.org/10.31219/0sf.io/exa3q.

68. Moataz Dowaidar. Dravet Syndrome Is a Severe Developmental and Epileptic Encephalopathy.
Fenfluramine and Gene Therapy Are Promising. https://doi.org/10.31219/0sf.i0/zvq8y.

69. Moataz Dowaidar. Exosomes’ Function in Cardiovascular Protection and Neovascularization Implies That
They Might Be Used to Treat Ischemia and Atherosclerotic Cardiovascular Diseases.
https://doi.org/10.31219/0sf.10/2h8c7.

70. Moataz Dowaidar. Ferropsis Cell Death Can Cause Complications That May Be Difficult to Detect and
Quantify: Autophagy Role and Possible Therapeutics. https://doi.org/10.31219/0sf.io/zd2jg.

71. Moataz Dowaidar. Following the Discovery of Anti-MDAS Ab, the Clinical Understanding of
Dermatomyositis Has Been Improved. https://doi.org/10.31219/0sf.i0/j2t5f.

72. Moataz Dowaidar. For the Treatment of Cystic Fibrosis, RNA Medicines, Gene Transfer Therapies, and
Gene Editing Treatments Have Potential. https://doi.org/10.31219/0sf.i0o/6afzm.

73. Moataz Dowaidar. Frontotemporal Dementia Is a Complex Disorder with a Wide Spectrum of Clinical
Symptoms. Personalized Medicine and Gene Therapy Are Promising Strategies for Treatment.
https://doi.org/10.31219/0sf.i0/gh4x7.

74. Moataz Dowaidar. G6PD Deficiency Is a Common Genetic Trait That Can Protect Heterozygotes from
Dying from Malaria. https://doi.org/10.31219/0sf.i0/g2kza.

75. Moataz Dowaidar. Gastric Cancer Is the World’s Second-Largest Death Cause. Peptides Can Be Used to
Deliver Radiation or Other Fatal Chemicals to Tumors. https://doi.org/10.31219/osf.io/euSmj.

76. Moataz ~ Dowaidar. Gene Doping May Be Possible for Lifestyle Enhancement.
https://doi.org/10.31219/0sf.i0/8xkmS5.

77. Moataz Dowaidar. Gene Expression Assays Gather Evidence That They Can Provide Useful Therapeutic
Information in Young Women. https://doi.org/10.31219/0sf.io/d372s.

78. Moataz Dowaidar. Gene Therapy and Genome-Editing Treatments That Can Protect Patients from Coronary
Artery Disease Are under Investigation. https://doi.org/10.31219/0sf.io/xqgf8.

79. Moataz Dowaidar. Gene Therapy Approaches for Hemophilia A and B.
https://doi.org/10.31219/0sf.io/ufc4g.
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. Moataz Dowaidar. Gene Therapy for the Central Nervous System Has Been Initiated. This Expansion Will

Require Some Degree of Simplicity in Delivery Processes. https://doi.org/10.31219/0sf.io/hdy5q.

Moataz  Dowaidar. Gene Therapy for the Treatment of Spinal Muscular Atrophy.

https://doi.org/10.31219/0sf.io/kpz5f.

Moataz Dowaidar. Gene Therapy May Benefit Inherited Ichthyoses with Concurrent Fungal Infections and

Severe Ich Thyroidoses. https://doi.org/10.31219/osf.io/zxmun.

Moataz ~ Dowaidar.  Gene  Therapy May  Target APOE for  Alzheimer’s  Disease.

https://doi.org/10.31219/0st.i0/3y52k.

Moataz Dowaidar. Gene Therapy Promises Accurate, Targeted Administration and Overcoming Drug

Resistance in Diverse Cancer Cells. https://doi.org/10.31219/0sf.i0/j34n6.

Moataz Dowaidar. Gene Therapy Targeting FVIII, FIX for Haemophilia Treatment.

https://doi.org/10.31219/0sf.io/qcbwp.

Moataz Dowaidar. Gene Therapy Targeting PRMT5 May Be Useful in Immunotherapy.

https://doi.org/10.31219/0sf.io/gkw§;.

Moataz Dowaidar. Gene Therapy Using Extracellular Vesicles Loaded with miRNA Derived from Bone

Marrow Mesenchymal Stem Cells Is a Cell-Free Medication Delivery Method Used in a Variety of Diseases.

https://doi.org/10.31219/0sf.io/3znvw.

Moataz Dowaidar. Genetic Engineered MSCs Are Attractive Possibilities for Regenerative Stem-Cell

Therapy to Treat Several Liver Diseases. https://doi.org/10.31219/osf.io/4cfrd.

Moataz Dowaidar. Genetic Variants Shared between Alzheimer’s Disease and Parkinson's Disease Have

Been Discovered in Blood and Brain Samples. Somatic Mosaicism Might Function as an Accelerator.

https://doi.org/10.31219/0sf.io/tr58n.

Moataz Dowaidar. Genome-Wide Association Studies Promise to Discover Novel Indicators of

Hypertension. Endothelin-Related SNPs Are Currently in Clinical Trials.

https://doi.org/10.31219/0sf.io/2n4wa.

Moataz Dowaidar. Gingival and Intraventricular Haemorrhages Are Severe Newborn Diseases Causing

Damage to White Matter and Neurological Dysfunction in Surviving Newborns Who Can Benefit from Gene

Therapy. https://doi.org/10.31219/0sf.io/qb84p.

Moataz Dowaidar. Glioblastoma Therapeutic Approaches Were Established Utilizing Contemporary

Discoveries in Delivering Medicines to the Brain as Smart Nanoparticles for Focused Therapy.

https://doi.org/10.31219/0sf.i0/db4f6.

Moataz Dowaidar. Haemophilia Gene Therapy Is in Clinical Studies, Making Continuous Safety and

Efficacy Testing a Key Emphasis. https://doi.org/10.31219/0sf.io/sa8ny.

Moataz Dowaidar. Hematopoietic Stem Cell Transplantation and Gene Therapy Are the Sole Treatments for

Sickle Cell Disease and Other Hemoglobinopathies. https://doi.org/10.31219/0sf.io/v8xqc.

Moataz Dowaidar. Huntington’s Disease Gene Therapy and Nanomedicines May Be Available Shortly.

https://doi.org/10.31219/osf.io/rxvgd.

Moataz Dowaidar. Hybrid Gene Therapy Designed to Fully Understand the Underlying Molecular Cancer

Process May Be a Feasible Option. https://doi.org/10.31219/0sf.io/ajyfd.

Moataz Dowaidar. Hydrogels Are Promising Considering Their Incredible Capacity to Modify, Encapsulate

and Co-Deliver Medicinal Compounds, Cells, Biomolecules, and Nanomaterials.

https://doi.org/10.31219/osf.i0/px3qy.

Moataz Dowaidar. Immune Evasion Is Linked to Histone Variation Malfunction. Gene Therapy Could

Provide Tools for Targeting Histone Variant Deposition as a Critical Part of Its Pharmacology.

https://doi.org/10.31219/0sf.i0/kjm76.

Moataz Dowaidar. Implementing the Human Artificial Chromosome Gene Therapy Platform Remains

Challenging, but Continuous Animal Model Research Will Advance the Platform Closer to Clinical Trials.

https://doi.org/10.31219/0sf.i0/a53f7.

0.Moataz Dowaidar. Inflammatory Breast Cancer Remains the Most Aggressive Form of Breast Cancer. A
Multimodality Therapeutic Plan Has Shown Improved Survival Results.
https://doi.org/10.31219/0sf.io/cr935.
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101.Moataz Dowaidar. Inherited Immunohematological and Metabolic Diseases Have the Potential to Improve
Significantly, or Be Cured, Using Haematopoietic Stem Cell Transplantation Gene Therapy.
https://doi.org/10.31219/osf.i0o/ukbnm.

102.Moataz Dowaidar. Insulin and IGF-1 Receptors Mutations Can Lead to Targets for Gene Therapy in
Diabetes, Obesity, and Metabolic Syndrome. https://doi.org/10.31219/0sf.i0/s86x5.

103.Moataz Dowaidar. Integrating High-Throughput Genetics and Neuroimaging Technologies Promises
Greater  Information on  Neurobiological = Anomalies in  Neurodegenerative  Diseases.
https://doi.org/10.31219/0sf.io/hpgyz.

104.Moataz Dowaidar. Intravitreal and Subretinal Injections Currently Deliver Most Gene Therapy, Including
siRNA for Eye Illnesses. Non-Viral Vectors May Provide Targeting. https://doi.org/10.31219/0sf.i0/rjkhy.

105.Moataz Dowaidar. LncRNA Regulating Reprogramming Glucose Metabolism Has Become One of the Most
Tempting Antineoplastic Targets for Gene Therapy. https://doi.org/10.31219/o0sf.io/hgma5.

106.Moataz Dowaidar. IncRNAs Are Upregulated and Downregulated in OS Cells. Angiogenesis, Metastasis,
Cell Signaling, Autophagy, and Death Are among Biological Processes That RNAs Play a Role in.
https://doi.org/10.31219/0sf.i0/48n7q.

107.Moataz Dowaidar. Magnetic Nanoparticles Are Widely Used in Drug Delivery, Imaging, Diagnosis, and
Targeting. It Has Promises for the Treatment of Inflammatory Disorders such as Rheumatoid Arthritis.
https://doi.org/10.31219/0sf.io/p2gme.

108.Moataz Dowaidar. Many miRNAs Participate in Inflammatory Regulation and Bone Metabolism.
Overexpression of miR21 and miR155 Releases Proinflammatory Cytokines.
https://doi.org/10.31219/0sf.io/2wuvp.

109.Moataz Dowaidar. MiR490’s Diagnostic Capacity Was Demonstrated in Various Cancer Kinds and
Diseases, Adding to Its Clinical Value. https://doi.org/10.31219/0sf.io/wysre.

110.Moataz Dowaidar. miRNAs Have an Impact on Xeno-Infectious Diseases by Influencing Host And/or
Infection Factors. https://doi.org/10.31219/0sf.i0/7qewx.

111.Moataz Dowaidar. Mutations in MED12 Lead to Mental Retardation, Including Opitz—Kaveggia Syndrome,
Ohdo Syndrome, Lujan-Fryns Syndrome, and Psychosis. It’s a Target for Gene Therapy.
https://doi.org/10.31219/0sf.io/cyns8.

112.Moataz Dowaidar. Nanocarriers Can Be Used to Control the Activity of Genome Editing in a Spatiotemporal
Way by Using Stimulusresponsive Nanocarriers. https://doi.org/10.31219/0sf.io/nua89.

113.Moataz Dowaidar. Nanomaterials Were Formed into Various Shapes, with Functionalization Aimed at
Various Internalization Processes. Their Nanoscale Size Allows Drugs to Reach Cells or Extracellular
Environments. https://doi.org/10.31219/osf.i0/p2ajv.

114.Moataz Dowaidar. Nanomedicine Is Offering Promising Strategies for Tumor Blockade Treatment.
https://doi.org/10.31219/0sf.io/yzxugq.

115.Moataz Dowaidar. Network Medicine Might Lead to New Treatments for Dyslipidemia. It Will Be a
Challenging Method to Implement in a Clinical Context. https://doi.org/10.31219/0sf.io/nksbw.

116.Moataz Dowaidar. Neuroinflammation Caused by Activated Microglia and Astrocytes Can Contribute to the
Progression of Pathogenic Damage to Substantia Nigra Neurons, Playing a Role in Parkinson’s Disease
Progression. https://doi.org/10.31219/0sf.i0/ac896.

117.Moataz Dowaidar. Neurologists Rarely Perform Genetic Testing for Parkinson’s Disease. Evidence Suggests
That Many Patients with Major Genetic Variants Go Undiagnosed. https://doi.org/10.31219/0sf.io/ykpb2.

118.Moataz Dowaidar. Neuronal Intranuclear Hyaline Inclusion Disease Is a Neurodegenerative Condition
Which Can Be a Target for Gene Therapy. https://doi.org/10.31219/osf.io/upgqd.

119.Moataz Dowaidar. New Therapies Aim at Restoring the Molecular, Morphological, and Functional Integrity
of Parkinson’s Specific Brain Circuits. https://doi.org/10.31219/osf.io/dvyxc.

120.Moataz Dowaidar. Not All IncMIRHGs Are ‘Junk Transcripts,”. LncM IRHG Loci May Make Both
Functional ~miRNAs and IncRNAs, Which Can  Work  Together or  Separately.
https://doi.org/10.31219/0sf.i0/a567w.

121.Moataz Dowaidar. Nrf2 Signaling Pathways Are Part of a Wider Network of Signaling Pathways Regulating
Thymoquinone Therapeutic Actions Which Need Innovative Formulations and Delivery Methods.
https://doi.org/10.31219/0sf.io/u2fa7.
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122.Moataz Dowaidar. Omics Should Be Integrated with Genomics to Uncover Molecular Networks and Tissue
and Single-Cell Epigenetic Changes. With These Findings, Targeted Pseudoexfoliation Syndrome and
Glaucoma Gene Therapy Procedures May Be Viable. https://doi.org/10.31219/0sf.i0/481j5.

123.Moataz Dowaidar. Ophthalmic Gene and Cell Therapies. https://doi.org/10.31219/0sf.i0/n84m9.

124 .Moataz Dowaidar. P21 Is a Flexible, Multi-Functional Protein. It Governs Various Tumor Cell Activities,
Including Autophagy. p21 Is a Possible Radiotherapy Target. https://doi.org/10.31219/o0sf.io/ydkca.

125.Moataz Dowaidar. Parkinson’s Disease Simulating Complexity via Improving the Identification of
Significant Genetic  Alterations and Environmental Contaminants Should Be a Priority.
https://doi.org/10.31219/0sf.io/pmcu?.

126.Moataz Dowaidar. Patient-Specific Microphysiology Systems Are Likely to Become a Crucial Aspect of
Translational Research and Precision Medicine. https://doi.org/10.31219/osf.io/bc8fr.

127.Moataz Dowaidar. Patients with PMD Who Are Thoroughly Screened by Genomic Medicine Have a
Considerable Chance of  Benefiting Greatly from Whole-Genome Sequencing.
https://doi.org/10.31219/0sf.io/dajft.

128.Moataz Dowaidar. Polydopamine Nanoparticles’ Activity and Long-Term Stability Should Be Fully Studied
for Gene Therapy Applications. https://doi.org/10.31219/0sf.io/x4ne;.

129.Moataz Dowaidar. Potential Therapeutics for  Primary Mitochondrial Disorders.
https://doi.org/10.31219/0sf.i0/6pz5k.
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